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News from the EDC
Recently, studies have 
implicated genetic risk factors 
for eczema within the 1.7-
Mb epidermal differentiation 
complex. Marenholz and 
colleagues examined the 
information in the National 
Center for Biotechnology 
Information database on 
human single-nucleotide 
polymorphisms to identify a 
repeat number polymorphism 
in SPRR3, a gene that encodes 
the cornified cell envelope (CE) 
precursor small proline-rich 
protein 3 in this genomic region. 
This association was replicated 
in a large case–control 
population (1,314 patients and 
1,322 controls). The role of 
SPRRs in cross-bridging in the 
CE implicates this variant in 
defective barrier function, which 
is a known feature of eczema. 
See page 1644
Sufficiently 
Provocative
Photosensitivity is a pathogenic 
factor of lupus erythematosus 
(LE). To assess the reproducibility 
of a photoprovocation method 
to evaluate photosensitivity in 
patients with various subtypes 
of cutaneous LE (CLE), Kuhn 
and colleagues subjected 37 
CLE patients and 13 healthy 
volunteers to photoprovocation. 
Approximately half of the 
CLE patients developed 
photoprovoked lesions. Overall, 
this study demonstrated that 
a standardized phototesting 
protocol employing standard 
UVA/UVB irradiation equipment 
will be useful as a diagnostic 
test for CLE as well as for future 
research on disease pathology. 
See page 1622
Along for the Ride
Despite reports that β-human papillomavirus (β-HPV) 
is the etiologic agent for cutaneous squamous cell 
carcinoma (cuSCC) based on the detection of this 
virus in some cuSCCs, expression of the viral onco-
genes necessary for carcinogenesis by α-HPV in 
cervical cancer has not been examined. Arron and 
colleagues employed high-throughput sequencing 
of the SCC transcriptome. No HPV transcriptional 
activity was detected in total tumor RNA from 31 
SCCs. In addition, viral loads in these samples were 
minimal. Together these data suggest that expression 
of HPV viral oncogenes is not required for the main-
tenance of cuSCCs and that the presence of β-HPV 
DNA in cuSCC samples may reflect colonization 
rather than an etiologic association. See page 1745
Nevus Volatility
During follow-up of the Study 
of Nevi in Children (SONIC), 
Scope and colleagues utilized 
photography and dermoscopy 
to examine changes in mel-
anocytic nevi of preadolescent 
children. Early adolescence has 
been found to be a period of 
nevus volatility because appear-
ance of new nevi and disap-
pearance of previously observed 
nevi are common in this population. The authors observed that the melanocytic nevi 
maintained their original dermoscopic pattern over time, indicating that globular and 
reticular patterns are biologically distinct entities. The lack of halo or regression in nevi 
that disappeared, shrank, or faded suggested that nonimmunological mechanisms of 
nevus involution are at play in early adolescence. See page 1615
Cortactin Watch
Previous studies have indicated that cortactin 
(CTTN), a protein that functions in actin crosslink-
ing, is involved in tumor metastasis. Tsunoda and 
colleagues demonstrated that modification of CTTN 
by the nucleus accumbens-associated 1 (NACC1)–
histone deacetylase 6 (HDAC6) deacetylation system 
plays an important role in melanoma cell migration. 
These results target this pathway for treatment of 
melanoma patients. Furthermore, CTTN expression 
was associated with tumor thickness, lymph node 
metastasis, and distant metastasis, suggesting that 
overexpression of this protein may serve as a prognostic biomarker in patients with 
malignant melanoma. See page 1710 
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